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Figure 14 (a) 
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ctacatgtat 
ctacatgtJaJt 
ctacatgtgt 

CTaCATGTajT 
e5 

TTAATTTACA 
TTAATTTACA 
TTAATTTACA 
TTAATTTACA 
TTAATTTACA 
TTAATTTACA 
TTGATTTACA 
TTAATTTACA 
TTAATTTACA 
TTaATTTACA 

E 




tcagccagta 
tcagccagta 
tcagccagta 
tcagJaJcagta 
tcagacagta 
tcagccagta 
tcag0cagta 
tcagccagta 

e6 

450 

GTTAGTGGAG 
GTTAGTGGAG 
GTTAGTGGAG 
GTTAGTGGAG 
GTTAGTGGAG 
GTTAGTGGAG 
GTTAGTGGAG 
GTTAGTGGAG 
GTTAGTGGAG 
GTTAGTGGAG 
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consePGIintUNTBrapaA 
ConsePGIintUNTRRHl 
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PGIBra-EM : AF25 8 278 
consePGIintUNTBolexa 
consePGIintUNTR2000 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
consePGIintUNTBrapaA 
Con s e PG I in 1 UNTRRH1 
PGIBo-EM : AF258277 
PGIBra-EM: AF258278 
consePGIintUNTBolera 
consePGIintUNTR2000 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
consePGIintUNTBrapaA 
ConsePGIintUNTRRHl 
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consePGIintUNTBolera 
consePGIintUNTR2000 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
con s e PGI int UNTBrapaA 
ConsePGIintUNTRRHl 
PGIBo-EM:AF258277 
. PGIBra-EM : AF258278 
consePGIintUNTBolera 
consePGIintUNTR2000 
Consensus 



consePGIinTUNTDrakka 
consensWesrPGI 
consePGIintUNTR113 
consePGIintUNTBrapaA 
ConsePGIintUNTRRHl 
PGIBo-EM : AF2 58277 
PGIBra-EM: AF258278 
consePGIintUNTBolera 
consePGIintUNTR2000 
Consensus 



451 

AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 
AAGTTCGGCA 

501 

TGGAAGGTAC 
TGGAAGGTAC 
TGGAAGGTAC 
TGGAAGGTAC 
TGGAAGGTAC 



Figure 14 (b) 

end of Data Base PGI 
TTGATCCGAA CAATGCATTT 
TTGATCCGAA CAATGCATTT 
TTGATCCGAA CAATGCATTT 
TTGATCCGAA CAATGCATTT 
TTGATCCGAA CAATGCATTT 

TTGATCC 

TTGATCCGAA CAA 

TTGATCCGAA CAATGCATTT 
TTGATCCGAA CAATGCATTT 
TTGATCCgaa caatgcattt 



sequences 

GCATTTTGGG 

GCATTTTGGG 

GCATTTTGGG 

GCATTTTGGG 

GCATTTTGGG 



500 

ACTGGGTTGG 
ACTGGGTTGG 
ACTGGGTTGG 
ACTGGGTTGG 
ACTGGGTTGG 



GCATTTTGGG ACTGGGTTGG 
GCATTTTGGG ACTGGGTTGG 
gcattttggg actgggttgg 



AGTGGTAAGT 
AGTGGTAAGT 
AGTGGTAAGT 
AGTGGTAAGT 
AGTGGTAAGT 



GCTTGTTTAT 
GCTTGTTTAT 
GCTTGTTTAT 
GCTTGTTTAT 
GCTTGTTTAT 



TTGGTTGTAT 
TTGGTTGTAT 
TTGGTTGTAT 
TTGGTTGTAT 
TTGGTTGTAT 



550 

JaJaatttctcS 

gAATTTCTCg 
TAATTTCTCA 
TAATTTCTCA 
TAATTTCTCA 



TGGAAGGTAC 
TGGAAGGTAC 
tggaaggtac 

551 _ 

TCCATfftrCCG 

TCCATgJrCCG 

TCCATATCCG 

TCCATATCCG 

TCCATATCCG 



AGTGGTAAGT 
AGTGGTAAGT 
agtggtaagt 



CTTGCTTAGT 
CTTGCTTAGT 
CTTGCTTAGT 
CTTGCTTAGT 
CTTGCTTAGT 



GCTTGTTTAT TTGGTTGTAT 
GCTTGTTTAT TTGGTTGTAT 
gcttgtttat ttggttgtat 



gTATAACTGA AATTCTTTTG 
jgTATAACTGA AATTCTTTTG 
TTATAACTGA AATTCTTTTG 
TTATAACTGA AATTCTTTTG 
TTATAACTGA AATTCTTTTG 



A|AATTTCTCG 
AAATTTCTq| 
TJaatttctqT 
8 9 
600 

CAGTTTGCAG 
CAGTTTGCAG 
CAGTTTGCAG 
CAGTTTGCAG 
CAGTTTGCAG 



CTTGCTTAGT gfTATAACTGA AATTCTTTTG 
CTTGCTTAGT §TATAACTGA AATTCTTTTG 
cttgcttagt [TJtataactga aattcttttg 
11 




10 

601 

TGCTGTTGGA 
TGCTGTTGGA 
TGCTGTTGGA 
TGCTGTTGGA 
TGCTGTTGGA 



GTCTTACCAT 
GTCTTACCAT 
GTCTTACCAT 
GTCTTACCAT 
GTCTTACCAT 



TGTCTCTACA 
TGTCTCTACA 
TGTCTCTACA 
TGTCTCTACA 
TGTCTCTACA 



GTATGGCTTC 
GTATGGCTTC 
GTATGGCTTC 
GTATGGCTTC 
GTATGGCTTC 



CAGTTTGCAG 
CAGTTTGCAG 
cagtttgcag 

650 

TC0GTGGTTG 
TcfgGTGGTTG 
TCCGTGGTTG 
TCCGTGGTTG 
TCCGTGGTTG 



TGCTGTTGGA 
TGCTGTTGGA 
tgctgttgga 

651 

AGAAGTACGG 
AGAAGTACGG 
AGAAGTACGG 
AGAAGTACGG 
AGAAGTACGG 



GTCTTACCAT 
GTCTTACCAT 
gtcttaccat 



TACCTTCTAC 
TACCTTCTAC 
TACCTTCTAC 
TACCTTCTAC 
TACCTTCTAC 



TGTCTCTACA 
TGTCTCTACA 
tgtctctaca 



TTTATQAGCC 
TTTATgAGCC 
TTTATTAGCC 
TTTATTAGCC 
TTTATTAGCC 



GTATGGCTTC 
GTATGGCTTC 
gtatggcttc 

ATCTCATAAA 
ATCTCATAAA 
ATCTCATAAA 
ATCTCATAAA 
ATCTCATAAA 



TCTGTGGTTG 
TCTGTGGTTG 
tcjTjgtggttg 
12 

700 

ATGTCTT^GG 

atgtcttJaJgg 

ATGTCTTGGG 
ATGTCTTGGG 
ATGTCTTGGG 



AGAAGTACGG TACCTTCTAC TTTA1 
AGAAGTACGG TACCTTCTAC TTTAT 
agaagtacgg taccttctac tttat 



fVGCC ATCTCATAAA A. GTCT2 
\GCC ATCTCATAAA ATGTCT1 
igcc atctcataaa atgtctt 
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Figure 14 (c) 
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Consensus 
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Consensus 



consePGIinTUNTDrakka 
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701 750 
CATATTCTTT CTATTTTATT TTCCTCT@AA TGATTTCTTC TfRTTTTTTjAT 
CATATTCTTT CTATTTTATT TTCCTCT@AA TGATTTCTTC T§TTTTTTAT 
CATATTCTTT CTATTTTATT TTCCTCTGAA TGATTTCTTC TCTTTTAT.. 
CATATTCTTT CTATTTTATT TTCCTCTGAA TGATTTCTTC TCTTTTAT ! ! 
CATATTCTTT CTATTTTATT TTCCTCTGAA TGATTTCTTC TCTTTTAT.. 



CATATTCTTT 
CATATTCTTT 
catattcttt 

751 

TGCATTCCCG 
TGCATTCCCG 
TGCATTCCCG 
TGCATTCCCG 
TGCATTCCCG 



CTATTTTATT 
CTATTTTATT 
ctattttatt 



TTTTATTTTC 
TTTTATTTTC 
TTTTATTTTC 
TTTTATTTTC 
TTTTATTTTC 



TTCCTCTmAA TGATTTCTTC 
TCCCTCTTAA TGATTTCTTC 
ttcctctjjaa tgatttcttc 
15 



AAAAGTTGTT 
AAAAGTTGTT 
AAAAGTTGTC 
AAAAGTTGTC 
AAAAGTTGTC 



ACTGTCTCTA 
ACTGTCTCTA 
ACTGTCTCTA 
ACTGTCTCTA 
ACTGTCTCTA 



T TfTTTTTA 

ttJtttttt AT 

tfltttt.tjT! 
16 17 
800 

AATCAAGAAG 
AATCAAGAAG 
AATCAAGAAG 
AATCAAGAAG 
AATCAAGAAG 



TGCATTCCCG TTTTATTT . C AAAAGTTGTC CGGCCCCCTA AACCAAGAAG 
TGCATTCCCG TTTTATTTTC AAAAGTTGTT ACTGTCTCTA AATCAAGAAG 
tgcattcccg ttttattttc aaaagttgt. actgtctcta aatcaagaag 



801 

AAACCTTCTT 
AAACCTTCTT 
AAACCTTCTT 
AAACCTTCTT 
AAACCTTCTT 



AGTAG AT CCA G0TGATATTC AGCCTTTT@I 
AGTAGATCCA GgTGATATTC AGCCTTTT§T 
AGTAGATCCA GTTGATATTC AGCCTTTTCT 
AGTAGATCCA G . TGATATTC AGCCTTTTCT 
AGTAGATCCA GTTGATATTC AGCCTTTTCT 



850 

AAATTGGACT 
AAATTGGACT 
AAATTGGACT 
AAATTGGACT 
AAATTGGACT 



AAACCTTTCT AGGA CCA 

AAACCTTCTT AGTAGATCCA 
aaaccttctt agtagatcca 



851 

GCAGGTTTTT 
GCAGGTTTTT 
GCAGGTTTTT 
GCAGGTTTTT 
GCAGGTTTTT 



AAA . GGGAGC 
AAA . GGGAGC 
AAA. GGGAGC 
AAA. GGGAGC 
AAA. GGGAGC 



GA CTCC 

G0TGATATTC 
gjjtgatattc 
18 

TTCAAGCATT 
TTCAAGCATT 
TTCAAGCATT 
TTCAAGCATT 
TTCAAGCATT 



ACCCTTTT[T r 
AGCCTTTTTT 
agccttttQt 
19 

gatEJagcatt 
gatQagcatt 
gatcagcatt 
gatcagcatt 
gatcagcatt 



AAATTGGACT 
AAATTGGACT 
aaattggact 

900 

TCCAGTCCCC 
TCCAGTCCAC 
TCCAGTCC. . 
TCCAGTCC . . 
TCCAGTCCAC 



GCAGGTTTTT AAA. GGGGGC 
GCAGGTTTTT AAACGGGAGC 
gcaggttttt aaa.gggagc 



901 

ACC . GTTTGA 
ACC . GTTTGA 
. CCCGTTTGA 
. CCCGTTTGA 
ACC . GTTTGA 



GAAGAATATA 
GAAGAATATA 
GAAGAATATA 
GAAGAATATA 
GAAGAATATA 



TTCAAGCATT 
TTCAAGCATT 
ttcaagcatt 



CCCGTGAGTT 
CCCGTGAGTT 
CCCGTGAGTT 
CCCGTGAGTT 
CCCGTGAGTT 



GAT A AGCATT 
GAT A AGCATT 
gatQagcatt 
20 

GCATTAGTTT 
GCATTAGTT . 
GCATTAGTT . 
GCATTAGTT. 
GCATTAGTT. 



TCCAGTCCAC 
TCCAGTCCAC 
tccagtcc. c 

950 

GTGTGATTAT 
GTGTGATTAT 
. . GTGATTAT 
GTGTGATTAT 
GTGTGATTAT 



ACCCGTTTGA GAAGAATATA CCCGTGAGTT GCATTAGTT. GTGTGATTAT 
ACC. GTTTGA GAAGAATATA CCCGTGAGTT GCATTAGTT. GTGTGATTAT 
acc.gtttga gaagaatata cccgtgagtt gcattagtt. gtgtgattat 
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Figure 14 (d) 

951 1000 
ACAGTTTTTC TTGTCTTTTT GCTATGCCCA TCAACACTAG AAGATTCjSfTG 
ACAGTTTT.C TTGTCTTTT. GCTATGTCCA TCAACACTAG A. GATTCATG 
ACAGTTTT.C TTGCCTTTTT GCTAT. .AGG GCAAC.CTAG A . GATTCATG 
ACAGTTTT.C TTGTCTTTT. GCTATG . TCA TCAAC.CTAG A. GATTCATG 
ACAGTTTT.C TTGTCTTTTT GCTAT. . -AT GCAACCCTAG ..GATTCATG 



ACAGTTTT.C TTGTCTTTTT GCTAG. .TGA TCAAC.CTAG A. GATTCATG 
ACAGTTTT.C TTGTCTTTTT GCTATGTCCA TCAACACTAG A.GATTC0TG 

acagtttt.c ttgtcttttt gctat a tcaac.ctag a.gattcQtg 

21 



1001 1050 
AAGTTATTAG TGTAGCCAAC GCCTAGGGGG AGGTTGGTTG GCTGTTTTGG 

AAGTTATTAG TGTAGTCAAC GCA 

AAGTTATTAG TGTAGTCAAC GCAGAGGAGA G..TTCACTG ACGG 

AAGTTATTAG TGTAGTCAAC GCAGAGTGAG AGG . TGATTG 

AAGTTATTAG TGTAGTCAAC GCAGAGGAGG AGATGGTT 



AAGTTATTAG TGTAGTCAAC GCATAGGAGG AGC 

AAGTTATTAG TGTAGTCAAC GCATAGGGAG AGGTGAT.GG TGACTTTTGG 
aagttattag tgtagtcaac gca.agg.g. .g 

1051 1076 

ACGTTTTCAC GTGCTCCGGG GGGTTTTTGG GGACCAAACC CCCAAC 



acgattt |cag GTGCTTTAGG GTTATTGI 
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Figure 15 (a) 



51 100 

EMBH44836anti 

GCP18-5CP418L-Sams 

GCPl8-2CP418L-Wes 

GCP18-4CP418L-R2000 

conse!29bal-Drak AAACAAATCA AAATTCTAjAA TTTCTCCA| 

GCPSl8-129Sam-ba2 AAAC TATGTA ACAAAAATCA AAATTGTAAA T0TCTCCA 

GCPRl8-3129R211-ba2 AA CCAAAAATCC AAATTGTAAA TgTTCCCT. 

GCPl8-10129R20-ba2 CAAAATCCA AAATTGTAAA TgTC.CCT 

Consensus 



J P418L ). ■ 
A T1 



101 



150 



EMBH44836anti 

GCPl8-5CP418L-Sams AT 

GCP18-2CP418L-Wes AGG T.AT 

GCP18-4CP418L-R2000 AGG TCAT 

Consel29bal-Drak [TCACAAGGAC Cfr ACAGAATA GAGTTATCAT 

GCPS18-129S am-ba2 TCggAAgGAC [Tfra 

GCPR18-3129R211-ba2 TGG 

GCP18-10129R20-ba2. TGjG 
Consensus 




;ac (jtacagaata gagttatcat 
gGGC CTCAAAAA.A gaggtatcaa 
ACCGC C.CAAAAA.A AAGGT..CAA 



A.CATTTTCT GTAA 
A . CATTTTCT GTAA 
A.CATTTTCT GTAA 
AACATTT CT GTAA 
AACATTTTCT G AA 
AAC.TTTTCT GT.A 
AACTT . TCCG GTAA 



EMBH44836anti 
GCP1 8 - 5 CP4 1 8 Ij- Sams 
GCP1 8 - 2CP4 1 8L- Wes 
GCP1B-4CP418L-R2000 
consel29bal-Drak 
GCPS18 -129Sam-ba2 
GCPR18-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



151 



200 



. TATTTCCAT CAAAATGA. . . CTAGAGAAC AGCAGTTCTT ATAACATTAT 

.TATTTCCAT CAAAATGA.. .CTAGAGAAC AG. AGTTCTT ATAACATTAT 

ATATTTC CAT CAAAATGA. . . CTAGAGAAC AG . AGTTCTT ATAACATTAT 

AT ATTT C CAT CAAAATGA. . .CTAGAGAAC AG. AGTTCTT ATAACATTAT 
ATGTTTC CAT CAAAATGA CTATCGAAC ATAATTAAT ATA . CATTTT 
ATGTTTC CAT CAAAATG. CTATCGGAC ATAATTAAT ATAAC.TTCT 
ATGTTTC CAT CAAAATG. CTTCGGA.C ATAATTAAT ATAAC.TTCT 

ATGTTTCCCT CAAA.TGG CTTCGGA.C ATAATTAAA A. . . CATTCT 



201 



250 



EMBH4 4836anti 
GCP18-5CP4 18L-Sams 
GCP18-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPR18-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



CTGTAAA TG, 
CTGTAAA TG, 
CTGTAAA TG, 
CTGTAAA TG, 




TTCCAA CAAAA CCACT 
TTCCAA CAAAA CCACT 
TTCCAA CAAAA CCACT 
TTCCAA CAAAA CCACT 
ft 
ft 

CAAAA |TT|A 



TTC qCCTp AAAAAT 
rTCC CT ICAAAA 
rTCCCT 



ACATAGCAGAGTTC 
ACATAGCAGAGTTC 
ACATAGCAGAGTTC 
ACATAGCAGAGTTC 
.CAT 



. TTATAACAT 
ATTATAACAT 
. TTATAACAT 
. TTATAACAT 



ACAT r_ 
ACAT. 



TTC 
TTC 
TTC 



TTAjC AA 
T.ACAA 
T. AC AA 



251 



EMBH44836anti 
GCP18-5CP4 18L-Saras 
GCP18~2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPSl8-129Sam-ba2 
GCPRl8-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



TGTCTGT . AA ATGTCCAATC AAAACCACTA 
TGTCTGT . AA ATGTCCAATC AAAACCACTA 
TGTCTGT. AA ATGTCCAATC AAAACCACTA 
TGTCTGT. AA ATGTCCAATC AAAACCACTA 



CAGAACAAAG 
CAGAACAAAG 
CAGAACAAAG 
CAGAACAAAG 



TGTTTC 



TGTTTC. 
TGT TTC . 



tttctgt.aa tgtttccatc aaaatgacta 




300 

. . CTATACC 
CTCCTATAAC 

ctcctataac 
ctcctataac 
ctcctataac 
gactc®a7g1 

cta@a(7g1 
ttaatAtaac 



EMBH44836anti 
GCP18~5CP418L-Sams 
GCPl8-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPR18-3129R211-ba2 
GCPl8-10129R20-ba2 
Consensus 



301 
A 
A 
A 
A 
A. 



TTGTTT 
TTGTTT 
TTGTTT 
TTGTTT 
TG TTT 
A lAC . CAj GTTjc 
A ACACA|GTTp 
A 



CCCA GTTC 



atacaaagtt 
atacaagttt 
atacaaagtt 
atacaagttt 
atacaaagtt 
:a@agtt 

I AGTT 
f AGTT 




TCACT AAAT 
.CACT AAAT 
TCACT AAAT 
.CACT AAAT 
TCACT AAAT 
TCACTTAAAT 
TCACT . AAAT 
TC.CT.AAAT 



CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTACAAACTT 
CTTCAAACTT 



350 
CCCCCGTAAA 
TCCCCGTAAA 
TCCCCGTAAA 
TCCCCGTAAA 
T CCCCGTAA A 

TC | ' 

TC 

TC . . 
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Consensus 



Figure 15 (b) 



351 

tgagcttaat 
tgagcttaat 
tgagcttaat 
tgagcttaat 
tgagcttaat 
Haat 



ATCACCCAA. 
ATCACCCAAA 
ATCACCCAAA 
ATCACCCAAA 
ATCACCCAAA 

chfrMr 




GATGTTTCA 
GATGTTTCA 
GATGTTTCA 
GATGTTTCA 
GATGTTTCA 
G.TffAfrlCAi 
G.Tf^ 
G.Tl 




ATCAGAT 
ATCAGAT 
ATCAGAT 
ATCAGAT 
ATCAGAT 
ATCA0AT 
ATCACAT 

atcaSat 



400 

AAA GAGTAACGAC 
AAA GAGTAACGAC 
AAA GAGTAACGAC 

aaa gagtaacgac 
aaa ga gta.cga c 
gIaa ga |. 

GAA GA 

GAA GA 



EMBH44836anti 
GCP18-5CP418L-Sams 
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GCPS18-129Sam-ba2 
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Consensus 

EMBH44836anti 
GCP18-5CP418L~Sams 
GCPl8-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPRl8-3129R211-ba2 
GCPl8-10129R20-ba2 
Consensus 



EMBH44836ant± 
GCPl8-5CP418L~Sams 
GCPl8-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Saro-ba2 
GCPR18-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



EMBH44836anti 
GCP18-5CP418L-Sams 
GCP18-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPR18-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



EMBH44 836anti 
GCPl8-5CP41BL-Sams 
GCP18-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPR18-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



401 

ATCGTTTTGA GATTAGAACA AA 
ATCGTTTTGA GATTAGAACA AA 
ATCGTTTTGA GATTAGAACA AA 
ATCGTTTTGA GATTAGAACA AA 
ATCGTTTTGA GATTAGAACA AA 



7§AGC AA 



GjGC AA 

Igc A. 



431 480 
CTGAAACTTA CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAGC 
CTGAAACTTA CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAGC 
CTGAAACTTA CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAG. 
CTGAAACTTA CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAGC 
CTGAAACTTA CGTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAGC 
CCTAGAGTGA tBtGAGGAGT AGGCTCGTTG CCAGC|g3gAGC 
CCTAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGC|GAGC 
qgrAGAGTGA TTTGAGGAGT AGGCTCGTTG CCAGCAGAGC 
c.tagagtga t.tgaggagt aggctcgttg ccagc.gagc 




481 

TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
TAGCTCTCTC 
tagctctctc 

531 

GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
GACGAAACTT 
gacgaaactt 

581 

GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
GGATCCGAAT 
ggatccgaat 



CTCCGCCTCA 
CTCCGCCTCA 
CTCCGCCTCA 
CTCCGCCTCA 
CTCCGCCTCA 
CTCC.CCTCA 
CTCCGCCTCA 
CTCCGCCTCA 
ctccgcctca 



TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
TGAAGCATCT 
tgaagcatct 



GTTGCACCTG 

gttgcacctg 
gttgcacctg 
gttgcacctg 
gttgcacctg 
gBtgcacctg 
gctgcacctg 

GjgTGCACCTG 
g.tgcacctg 



TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCACC 
TCCGATCCCC 
tccgatcacc 



GCCACCAGAA 
GCCACCAGAA 
GCCACCAGAA 
GCCACCAGAA 
GCC.CCAGAA 
GCCACCAGAA 
GCCACCAGAA 
GCC.CCAGAA 
gccaccagaa 



TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
TTCGACGCCG 
ttcgacgccg 



CGGGAACTGG 
CGGGAACTGG 
CGGGAACTGG 
CGGGAACTG . 
CGGGAACTGG 
CGGGAACTGG 
CGG.AACTGG 
CGGGAACTGG 
cgggaactgg 



AGTGAACCCG 
AGTGAACCCG 
AGTGAACCCG 
AGTGAACCCG 
AGTGAACCCG 
AGTGAACCgG 
AGTGAACC ft G 
AGTGAACCgG 
agtgaacc.g 



AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
AGCGATCCCG 
agcgatcccg 



530 

AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACAACCGT 
AGACA.CCGT 
agacaaccgt 

580 

CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
CGCATCGGAA 
cgcatcggaa 

630 

GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
GGAGTGCGAC 
ggagtgcgac 
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Figure 15 (c) 



EMBH44836anti 
GCP18-5CP418L-Sams 
GCPl8-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel2 9bal-Drak 
GCPS18-129Sam-ba2 
GCPR18-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



EMBH4483 6anti 
GCP18-5CP418L-Sams 
GCP18-2CP418L-Wes 
GCP18-4CP418L-R2O00 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPR18-3129R211-ba2 
GCP18-10129R20-ba2 
Consensus 



EMBH44836anti 
GCPl8-5CP418L-Sams 
GCP18-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 
GCPS18-129Sam-ba2 
GCPR18-3129R211-ba2 
GCPl8-10129R20-ba2 
Consensus 



EMBH44 836anti 
GC PI B -5CP4 1 8L-Sams 
GCPl8-2CP418L-Wes 
GCP18-4CP418L-R2000 
consel29bal-Drak 



631 

GGAGCGATGG 
GGAGCGATGG 
GGAGCGATGG 
GGAGCGATGG 
GGAGCGATGG 
GGAGCGfrjTGG 
GGAGCG ifr GG 
GGAGCGATGG 
ggagcg.tgg 

691 

AGAGGGTGGT 
AGAGGGTGGT 
AGAGGGTGGT 
AGAGGGTGGT 
AGAGGGTGGT 
AGAGGGTGGT 
AG AGG • TGGT 
AGAGGGTGGT 
agagggtggt 



GAAAAGAGAG 
GAAAAGAGAG 
GAAAAGAGAG 
GAAAAGAGAG 
GAAAAGAGAG 
lGAGAG 
.GAGAG 
GAGAG 
aaaagagag 




TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
TGGCACGATT 
tggcacgatt 



TCGACGAAGA 
TCGACGAAGA 
TCGACGAAGA 
TCGACGAAGA 
TCGACGAA . A 
TCGACGAAGA 
TCGACGAAGA 
TCG.CGAAGA 
tcgacgaaga 



GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
GGATAAACTC 
ggataaactc 



GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
GCGTATGATC 
gcgtatgatc 



AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
AAGTTCGTCA 
aagttcgtca 



690 

GTGGAAGAGG 
GTGGAAGAGG 
GTGGAAGAGG 
GTGGAAGAGG 
GTGGAAGAGG 
GTGGAAGAGG 
GAGGAAGAGG 
GTGGAAGAGG 
g.ggaagagg 

740 

TCGTCCTGAT 
TCGTCCTGAT 
TCGTCCTGAT 
TCGTCCTGAT 
TCGTCCTGAT 
TCGTCCTGAT 
TCGTCCTGAA 
TCGTCCTGAA 
tcgtcctga. 



741 pSG129antx0 79 0 

TGCCGCCATT TTTTTTGTCA GGGCGCTCTG TGGCTT |aGAA GTTTCCGATG^ 
TGCCGCCATT TTTTTTGTCA GGGCGCTCTG TGGCTTAGAA GTTTCCGATG 
TGCCGCCATT TTTTTTGTCA GGGCGCTCTG TGGCTTAGAA GTTTCCGATG 
TGCCGCCATT TTTTTTGTCA GGGCGCTCTG TGGCTTAGAA GTTTCCGTG . 
TGCCGCCATT TTTTTTGTCA GGGCGCTCTG . GGCTTAGAA GTTTCCGA. . 

TGCCGCCATT CTTGTTCAC. . GGCGCTCTG GGT 

TGCCGCC 

TGCC . . CAT . CTTGAGCTC . . GG . GCGCGG GCTCACAA 

tgccgccat. .tt c. .gg.gc.c.g . . % . 

791 

fTCAATGAACf A GTGACACGAC GAAATGC 
TCAATGAAAC AGAAT. . .TC CGGG. . . 
CCAATGAACA AGATTATTTC CGATG . . 



800 
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